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Proportions, 83, 513, and see binomial 
Pseudo-factors, 246, 259 
Quality, see organolepsis 
Quality control, 465 
Quantification, see scales 
Quasifactors, see pseudo-factors 
Quasi-latin square, 245 
Radiology, 89 
Random dice, 450 
Randomer, 450 
Randomization, 128, 335, 450, 480, and 
see selection 
Randomized blocks, 348, and see incom- 
plete blocks 
Random mating, 206 
Range, see tests using range 
significant studentized 
Ranks, 128, 301, 399, and see scores, 
transformations 
Recurrence formulas, 203 
Regression, see adjusted means, canon- 
ical analysis, correlation, covariance, 
fitting regression line, orthogonal 
polynomials, trend 
additional variable, 232 
adjustment, 23 
analysis, 174, and see analysis of co- 


variance 


asymptotic, 323 
deviations from, 486 
error, 363 
independent variable affected by treat- 
ments, 452 
model, 226, 230, and see structure 
multiple, 192, 362 
standardized, 193 
weighted, 174 
Rejection of data, 84, 499, and see miss- 
ing values, selection 
Repeatability, 84, and see genetic corre- 
lation, heritability 
Replication, 
fractional, 1, 259, and see aliases in 
mixed series, 1 
in time, 229 
Research in statistical methods, 449 
Residuals, see errors 
Respiration, 89 
Response, see bioassay, dose response 
curve, models, time response curve 
critical, 75 
graded, 72 
quantal, 72, 512 
Result-guided procedures, see tests of 
significance of results suggested by 
data 
Runs, 227 
Sample size needed, 143, 179, 213, 231, 
287 
Samples, small, 264 
Sample surveys, 449, 462, and see 
sampling 
error control, 462 
interviewer training, 464 
Sampling, 143, 449, and see components 
of variance, design of experiments, 
sample size needed, sample surveys 
ecological, 154, 182, 453 
error, see variance 
multistage, 229 
nested, 234, 434 
stratified, 283, 315 
studies of statistical problems, 106, 
175, 264, 290, 511 
surveys, 331 
time series, 231 
Scales, 87, 381, 398, 416, and see scores 
Scores, 127, 394, and see discriminant 


function, organolepsis, ranks, scales 


matrix of, 400 
tournament, see Kendall matrix: 
Screening tests, 311, and see bioassay 
Selection, see choice of transformation, 
design of experiments, randomiza- 
tion, rejection of data, sampling 
natural, 216 
of dosages, 312, 323, 491 
of estimate, 222 
of experimental units, 333 
of interviewers, 464 
of judges, 393 
of levels, 312, 323 
of method of statistical analysis, 67, 
387 
of order of treatments, 509 
of variates, 68 
Sensitivity data, see quantal response 
Sensory tests, see organolepsis 
Sequential experiments, 229, 283 
Smoothing, 161, and see moving averages 
Soil heterogeneity, 228, 362 
Split plots, see strip plots 
covariance adjustments, 23 
tests of significance, 23 
Standard deviation, see variance 
Standard error, see variance 
Standard treatment, 491 
Statistical control, see analysis of co- 
variance 
Statistics texts and periodicals, 449 
Steepest ascent (descent), method of, 21 
Stirling’s approximation, 170 
Stochastic processes, 57 
Stratification, see sampling 
Strip plots, 347, and see split plots 
Structural analysis, 445 
Structure, 31, 226, 230 
Subjective evaluation, see judging, or- 
ganolepsis 
Successive approximation, see iteration 
Sufficient statistics, 213, and see effi- 
ciency, estimation 
Summary tables, 355 
Surveys, 331, and see sample surveys 
Survival curve, see dose response curve, 
time response curve 
Survival time, see time response curve 
Systematic designs, 228 
Tables, miscellaneous, 54, 279, 44 
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graphical, 168, 172, 220 


Taste tests, see organolepsis 
Teaching of statistics, 93 


methods, 95 


Tests, 449, and see analysis of variance, 


chi square, confidence limits, F test, 
least significant difference, null hy- 
pothesis, ranks, rejection of data 
a posteriori, 230 
approximate, 224 
biased, 224 
correlated, 29, 69 
exact, 224, 264 
likelihood ratio, 264 
logic of, 31 
multiple comparisons, 230 
multiple range, 307, and see multiple 
F test 
Duncan’s, 307 
normal deviate, 272 
of significance, 354 
of significance of 
difference between adjusted 
means, 23 
difference between means, 230 
difference between proportions, 
283 
results suggested by data, 358 
variance, 264 
“zero” class, 268, 282 
studentized, 230 
using range, 230 


Theory, see biometry, hypothesis, model 
Threshold, 491 
Time response curve, 73, and see dose 


response curve 


Time series, 334 
Tolerance, 72 
Toxicology, 227, 233, 515, and see bio- 


assay, pharmacology 


Transformations, 85, 386, and see addi- 


tivity, analysis of variance, bioas- 
say, canonical analysis, logistic 
curve, matrices, models 

angular, 513 

choice of, 84, 513 

effect of, 123 

logit, 74, 513 

normal deviate, 513 

probit, 74, 513 

squared hyperbolic secant, 399 


INDEX 


square root, 451 


Tree crops, 334, 345, and see long-term ° 


experiments 

Trend, 334, 362, and see regression 

Trigamma function, 170 

Twins, 85 

Uniformity data, 481 

Variance, see covariance, F test, genetics, 
mean deviation 

analysis of, 9, 41, 68, 84, 100, 142, 250, 
345, 369, 428, 447, 450, 481, 507, 
and see additivity, analysis of co- 
variance, chi square, combination of 
data, components of variance, de- 
grees of freedom, disproportionate 
subclasses, errors, fitting constants, 
F tests, least significant difference, 
least squares, long-term experi- 
ments, missing values, models, mul- 
tiple F tests, multivariate analysis, 
orthogonal polynomials, path coeffi- 
cients, regression, structural analy- 
sis, tests, transformations, uniform- 
ity data 

computation of, 110, 345, 390, 498 

of percentages, 85 

population finite, 229 

relation to design, 365 

summary tables, 355 

approximate, 187 

asymptotic, 174, 215 

average, 34, 358, 372, 407 

binomial portion, 84 

components, 99, 143, 229, 358, 405, 
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423, 505, and see components of 
covariance, structural analysis 
computation of, 339 
confidence limits for, 450 
interpretation of, 505 
variance of, 433 
conditional, 273 
error, 68, 445, 502 
exact, 359 
expectation, 99 
homogeneity of, 83, 265, 279, 391, 398 
negative, 445 
of adiusted mean, 251, 366, 372 
of difference of adjusted means, aver- 
age, 34 
of estimate, 218 
of frequency, 273 
of mean, 143 
ratio, confidence limits for, 99 
related to mean, 82, 85 
sampling, 169, 180 
Variate, fixed, 31 
Variate, random, 31 
Vitamins, 523 
ascorbic acid, 499 
By, 501 
Weighting, 25, 123, 325, 371, 434, 513 
Working angle, 514 
maximal, 516 
Working probit, 513 
Youden squares, 451 
Zero, see differences of zero, tests of 
significance of “zero” class 
Z test, see F test 


